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The purpose of our research is to identify ways of Orlov Trotter 
breed preservation. Species composition of the horses used in 
equestrian clubs of Perm are analyzed. 

Horses, Orlov Trotter breed, horse riding club, equestrian 
sport, equestrian tourism. 
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 Genescan-LIZ 500 (Applied Biosystems, )   
 «Gene Ma per 3.7» (Applied Biosystem, ). 

   -   -
  :     (Na),  

(Ho)    (He) ,  -
 (PIC),   (F),   

   ( ).     
   Cervus 3.0.3, 

PowerStatsV12 (Promega), GENALEX 6 [9]. 
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.       
(  ASB23)    (  VHL20) . 

 
 

       
       

  Na Ho He F 2 PIC 

 
 

AHT04 9 0,765 0,858 0,109 100,945*** 0,832 
AHT05 6 0,647 0,750 0,138 18,179 0,708 
ASB17 8 0,706 0,808 0,126 80,004*** 0,775 
ASB23 13 0,824 0,841 0,021 128,952*** 0,813 
CA425 7 0,314 0,483 0,351 49,916*** 0,442 
HMS03 10 0,588 0,710 0,171 86,412*** 0,682 
HMS06 7 0,647 0,620 -0,044 60,298*** 0,578 
HMS07 8 0,765 0,826 0,074 75,018*** 0,793 
HTG04 5 0,588 0,673 0,127 24,726** 0,606 
HTG06 7 0,608 0,557 -0,091 107,857*** 0,475 
HTG07 7 0,647 0,725 0,108 35,046* 0,678 
VHL20 7 0,725 0,760 0,046 20,847 0,720 

  
 

7,833±
0,6009 

0,652± 
0,0377

0,718± 
0,0337 

0,094± 
0,0323 - 0,675± 

0,0369

 
 

AHT04 9 0,706 0,765 0,063 62,322** 0,719 
AHT05 7 0,735 0,783 0,047 35,420* 0,738 
ASB17 11 0,882 0,863 -0,038 47,664 0,834 
ASB23 6 0,735 0,776 0,038 10,911 0,727 
CA425 9 0,529 0,631 0,149 34,056 0,599 
HMS03 8 0,676 0,814 0,157 35,609 0,779 
HMS06 8 0,794 0,833 0,033 34,313 0,796 
HMS07 6 0,794 0,802 -0,005 15,282 0,759 
HTG04 6 0,618 0,687 0,088 52,503*** 0,644 
HTG06 8 0,676 0,696 0,014 139,958*** 0,632 
HTG07 7 0,471 0,792 0,397 80,989*** 0,750 
VHL20 13 0,882 0,877 -0,021 79,562 0,851 

 
 

8,167±
0,6134 

0,708±
0,0364

0,777± 
0,0211 

0,077± 
0,0326 - 0,736± 

0,0217
: * – <0,05, ** – <0,01, *** – <0,001 
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 .        

     
:      AHT04, ASB23, 

CA425, HMS03, HMS07, ASB17, HTG04, HTG07,   
 –   AHT04, AHT05, HTG04, HTG06, HTG07. 
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The genetic analysis of Thoroughbred and Ukrainian Rider horses 
using 12 microsatellite loci of DNA was conducted. The studied 
subpopulation of Ukrainian Rider horses was more polymorphic as 
compared to Thoroughbred horses. 

Horse, Thoroughbred breed, Ukrainian Rider breed, 
microsatellite locus, DNA, alelle. 
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